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Study of Genetic Diversity of Mango by SSR Marker Technique
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Abstract

Genetic diversity of mango growing at Maejo University Farm, Chiangmai in 2014 was
evaluated by SSR Marker technique. A total of 20 SSR primer pairs were applied in this study, 3
SSR primer pairs detected polymorphisms which showed a total of 7 polymorphic DNA bands
with a genetic similarity coefficient in the range of 0.6-1.0 among all cultivars. By DICE
similarity coefficient method and UPGMA cluster analysis, the dendrogram could be separated
into 3 groups. Group 1 were Monduankaw and Petbanlad. Group 2 were Keawyai, Mahachok,
Mahachanok, Madlukdong and Farlan. Group 3 was Namdokmai4. Data of genetic diversity of

mango by SSR markers will be useful for mango breeding program further.
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